
Selecting and Saving  
Preferred Transcript 



Select “Gene” from the 
dropdown menu. 
 
Enter the name of gene and 
click the search button 



Locate organism in the 
description column and click 
gene name to hyperlink to 
gene report. 



Select transcript from “Genomic regions, transcripts, and products” section.  
 
NC accession files contain multiple transcripts/isoforms.  



After transcript is selected, click the GenBank option to the right of the page. 



1. Navigate to “Send to” 
2. Select File 
3. Select GenBank format 
4. Select Create file 
5. Save file to computer 



Launch Mutation Surveyor 
 
Navigate to Tools > Advanced GBK File Editor 



Open GenBank file 
Isoform information will populate in left hand column 
Click NP number to select isoform- a check mark will indicate that it is selected 
Click the “Sequence” tab to review transcript 



Select File-Save As 
Select the option to save “Selected Gene Region, Selected mRNA Region” 
Rename file and select the directory to save the file 



Two files will save: 
*filename*.gbk = Full GenBank file for selected isoform 
*filename*_mRNA.gbk = mRNA file for selected isoform, introns removed 
 


